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Items from last workshop
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KNIME Core

KNIME in a browser

(wkflw design)

Difficult to do

Streamed

execution

Better Mem handling
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Column typingissues

High Pay off

Low Pay off

Webportal job monitor

Node creation wizard

BioSeq type

» Easytodo
Quick Filtering Webportal

Better collab site

Adoption/trainingsite

Workflow ontology
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Items from last workshop |

 Webportal Job Monitor

— On the list for the new server

* Node creation wizard
— Need details...
* BioSeq type
— Easy, need input from users
— Discussion for partner meeting in November (?)
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Items from last workshop i

Quick filtering Webportal

— On the list for the new server

Better memory handling
— Ongoing process
— Details of problems would be helpful

Better collaboration site
— What about a section in the KNIME Wiki?

Adoption training site
— See above
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Items from last workshop Il

 Column typing issues

— Should get better with the auto-conversion

* Workflow Ontology
— Need details
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What'’s cooking
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Interactive Python scripting

* Python nodes similar to the Interactive R nodes

?\‘)\mu%IVI\a—\ i~ L8066 00HF Eg Image - 0:3 - Python View =

Eile

A *0: Python_Example -Il B (el |@wE\mmel

Image | Image Spec | Flow Variables |
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Data Generator Python Scripff  Python Vie

e

=9 Fr9) E=9
Node 6 Node 2 Node 3

Dialog - 0:2 - Python

Script | Options | Flow Variables | Memory Policy |

Zolumns 1 import numpy
3 Universe 2 loutput_table = input_table.cop
3 Universe 3 loutput_table = output_table.groupby S execute the full script
3 Universe_ 4 'Cluster Membership').median() while execute selectic
3 Universe 1 1 5 mean = [] will only execute the
} Cluster Membership & for i inm range(len(output_table)): 0.4 currently selected sci
7 mean. append (numpy . mean ([ e
8 output_table['Universe o 0'1[1], The editor can option:
| provide autocomplete
9 output_tablel'Universe_o_1'1[1], & ons If e
10 output_table['Universe 1 0'][1], Pm module jedi is
et | B | output_table['Universe 1 1'1[1]1)) installed.
w variables 12 |output_table['mean'] = mean
5 knime.workspace lumns
The list contains the
celumns available in |
input table. A double
click will insert the
= corresponding identifi
at the current cursor
Execute script || Execute selection | | | Reset workspace position in the editor.
TS Tar FENE Sy — ow variables
luster_o 0.302621 0.61682 0.530223 0.499108 — The list contains the
| available flow variable
mean A double click will ins
Tuster Membership the comespending
luster @ 0.487162 = identifier at the currer
- cursor position in the
1 rows x 5 columns] - editor.
xecution successful Lists the curent!
defined identifiers in t
running Python instar
e Reset workspace will
ok | Ay || cancel | @ remove all definitions
and reinsert only the
" T input data.
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Data Validation Node

m

File

fGeneraI [ Individual | Reference Spec | Flow Variables | Job Manager Selection | Memory Policy

( C O m a re S ® Manual Selection ) Wildcard/Regex Selection ' Type Selection
Exclude Select - Include

‘ Column(s):| || Search |

Column(s):| || Search |

incoming table i e
to a reference
and reports

differences e

Deactivate first output port; always traverse data |v|

[l select all search hits

add all >> | Int Column
D Double Column
§ String Column

Validation Settings

Remove new columns [[] check possible values
Fail if column is missing @ Fail if out of domain
[] Case insensitive name matching » Replace with missing Values

Fail on missing value

Check data type
@ Fail if different Check min & max
) Try to convert; fail if not compatible @ Fail if out of domain

) Try to convert; insert missing if not compatible  Replace with missing Values

0K Apply Cancel | @ |
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JSON Nodes

* Allow reading, manipulating and writing JSON
similar to the XML nodes
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Quick Node Insertion

EE;mpleWurﬂm H |H
e Ctrl-Space, Search, Enter | »>@weh oy node msertion

b |i@ PharmaSea (D Type in the node name
b g Testlows

A4 Actuarial Iﬁ|E
A ALTANA-PZal

/A BindingDB - CJ| | & File Reader - /I0/Read
A% BindingDB - C |8 File Difference Checker - /Testing

4% BindingDB - P i File Meta Info - /I0/File Handling
A BindingDB.org| s URL to File Path - /Misc

i\ CDKZ Resul |I"I|§> Molfile Reader - /Chemistry/l/O
A_Chamical Sokll ) Molfile Writer - /Chemistry/l/0

Kl | File Upload - /Quick Form
i\ Node Repository %% URL to File Path (Variable) - /Misc

b ety 10 | [
b E Database
b Ei Data Manipulation
b Oy Data Views

b E Statistics
[+
[+

oK Cancel |

g Mining E‘\
" Chemistry \:“*
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JavaScript Nodes

e Same representation in Client and Webportal

* Interactivity
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Server 4.0

 Based on Tomcat (TomEE)
REST interface

 All new features added to new server

— Crontab-like scheduling mechanism
— Streaming

— Server-managed client licenses

— Administrator view

Old Glassfish-based server will only receive bugfixes
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Workflow Diff

e Compare two versions of a workflow
* First step textual
e Second step graphical
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Impala demo

[ ]
B Ig Data N 0 d e S I HDFS Connection Create Transfer Dir
(=9 create temp dir in
connection fuser/cloudera/ and change e Transfer Dir
info permissions to allow user
File Reader Impala read/write access to it pala Loader
G delete the created
termp dir
. E=9 =9
Y N5 upload file to
onnectors to five
and create table
Impala Impala Connector Database Reader
E=9
M M N 80 no table staternent examples
— Use existing DB nodes
Database Table Database Connection
Selector Database GroupBy Table Reader
further down e
=9 =9 =9
select the N79 N 24

created tablg

 Connector to HDFS for R
file up- and download o

join original data N 40
with aggregated data
Database Database Connection
Datpbase Row Filter Column Filter Database Sorter  Table Reader

o B m L %

=9 @59 @9 =9
keep only remove sort by N 56
Iris-versicolor class column sepal length
Datat saL ascending
Executor

L  EHE

@29
drop test table
(execute last)
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BigData Nodes I

%]  Files on hdfs;//cloudera@192.168.56.101:8020
HDF5 file handling demo A
Upload csv file to HDFS file system : I::ig
Create Temp Di vﬁ? ) - |, sample_data
reate Temp Dir Va mple A transfer
i - Variable load
ari to
=) =) Table Row String to URI v
= B b=
)|
|G N 54
HDFS Connect|
" _
Select a directory
E=g
connection
info

oK | | Cancel
Download csv|file frgm HDFS file systemn

Delete Files

a

List Remote / Create Temp Dir papje Row
Directory
LI

Table Taple Difference
Row Check
— to Variable CSV Reader =
the file name
|G
[e2g) =9 (T

test file content
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